Supplemental Figure Legends
The cells were stained with DAPI to detect nuclei and anti-HA antibodies to detect the exogenous proteins obtained by transfection. Both proteins localize to both the nucleus as well as the cytoplasm as previously reported for their respective endogenous counterparts (Pillai et al., 2003; Pillai et al., 2001 ). C) This figure is related to Fig.1B of the manuscript. Extracts from cells co-transfected with HA-Lsm10 and HALsm11-FLAG (i.e. tagged at its N-terminus with an HA tag and at its C-terminus with a FLAG tag) and treated with cycloheximide were fractionated by density gradient centrifugation. The sedimentation pattern of Lsm10 was revealed by a Western blot using anti-HA antibodies and that of Lsm11 by a Western blot using anti-FLAG antibodies. Note that Lsm11 in low-molecular weight, as well as in polysomal fractions is detected by the FLAG antibody. Due to its C-terminal position, detection of the FLAG tag is only possible if translation has proceeded to the 3´-end of the Lsm11 coding sequence, unequivocally proving that it is a full-length protein interacting with polysomes and not a stalled polypeptide. Table S1 : U7-specific PRMT5-and 6S-complexes, purified as in Fig.3E , were subjected to mass spectrometry for the identification of proteins associated with HA-Lsm11-FLAG. The peptide counts of the identified proteins are depicted.
C)

D) Extracts were prepared from either mock-transfected cells (panel a) or pICln-depleted cells (panel b). The sedimentation behavior of endogenous
